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ProSight Lite – freely available

http://prosightlite.northwestern.edu/

- Groups of Neil L. Kelleher and Paul M. Thoms

- Windows operating systems
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ProSight Lite – Manual and software description
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ProSight Lite – User interface
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ProSight Lite – Sequence Uniprot/fasta
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ProSight Lite – Experimental data



7

ProSight Lite – Data interpretation

First Example

Myoglobin – modification by NHS-propionate (mass shift 56.026)

ECD – fragmentation of singly modified protein 
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ProSight Lite – Experimental data from mgf file
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ProSight Lite – Results window
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ProSight Lite – List of matching fragments
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ProSight Lite – Modification of N-terminus
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ProSight Lite – Modification of K16
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ProSight Lite – Modification of K87
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ProSight Lite – Data interpretation – example 2

Second Example

Ubiquitin – modification by NHS-propionate (mass shift 56.026)

CID – fragmentation of singly modified protein 
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ProSight Lite – Experimental data
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ProSight Lite – Result window
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ProSight Lite – Matching fragments
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ProSight Lite – Modification of N-terminus
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ProSight Lite – Modification of K6
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ProSight Lite – Modification of K63
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